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TEACHING RECORD 
 
Lectures 

1. Guest Lectures: 
a. EPID 690 – Integrating Biomarkers in Population-Based Research 

i. 2007-2009 and 2011-2012 taught one-two session 
ii. Instructors: Olshan/Engel 

b. EPID 745 – Molecular Techniques for Public Health Research 
i. 2006-2008 

ii. Instructor: Stamm 
c. NCRP seminar series 

i. 5/16/14 Lecture title: Proper Specimen Collection & Processing 
 

2. Project Initiation Training/Retraining : 
a. SPIROMICS 2009 and 2013 

 
Student Training 
Graduate: 

1. Kaitlin Kelly-Reif : Supported as a GSA for 1 year in the BSP Facility 
2. Humberto Parada: Supervised as a volunteer for 1 year in the BSP Facility 
3. Nicholas Taylor: Research Assistant for half a year. 

 
Undergraduate: 

1. Alex Webb: Supervised independent study project 
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P30-CA16086   Earp (PI)   Dates: 12/01/10-11/30/15 
NIH/NCI 
Cancer Center Core Support Grant 
This grant supports infrastructure for the UNC Lineberger Cancer Center and its mission of carrying 
out research activities in the following areas: basic laboratory; clinical; and prevention, control and 
population-based. Role: Core-Director  
  
 
Not Assigned   Basta (PI)   Dates: 07/01/11-09/29/15 
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Research Triangle Institute 
DNA Repository for the NIAAA National Epidemiologic Survey on Alcohol and Related Conditions-
III (NESARC-III) 
The purpose of the project is to continue and expand the data and biospecimen collection of patients 
with genetically triggered TAAs. The ultimate goal is to reduce cardiovascular complications, 
which represent the primary cause of morbidity and premature death in persons with genetically 
triggered thoracic aortic aneurysms. 
Role: Principal Investigator  
 
Non-Sponsored Support 
 
Recharge Center Olshan (PI)    Dates: 2/158/2006 - present 
Non-Sponsored-Internal UNC fee for service funds 
Biospecimen Processing Facility Recharge Center  
The major objective of the UNC BSP is to support and enhance translational, clinical, population, 
and basic science research at UNC and beyond. This goal is achieved by providing the research 
community with a centralized, quality controlled and quality assured facility for the processing, 
storage and disbursement of human biospecimens. 
Role: Core-Director  
  
      
UCRF   Folt (Chair)    Dates: 2014 
Non-Sponsored-Internal UNC funds 
Clinical Genomics  
The UCRF's mission is to ensure that future gene rations of North Carolinians will develop cancer 
less often and live longer and better when they do. Research creates new knowledge, turns that 
knowledge into innovative treatment, screening, and prevention, and then assures delivery of 
innovations across the state – that research is the key unlocking the doors to a new and better future. 
The UCRF is helping make that research possible. 
Role: Core-Director  
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P30 ES010126   Swenberg (PI)   Dates: 02/01/00 – 03/31/15 
NIH/NIEHS         
UNC-CH Center for Environmental Health and Susceptibility 
This application proposes to establish a center under the NIEHS Environmental Health Center 
Grants (P30) Program in the School of Public Health, UNC-CH.  The focus will be in the area of 
environmental epidemiology and toxicology.  
Role: Facility-Director  
 
UNC NC TraCS $10K award         May 2010 
The Importance of the Pentose Phosphate Pathway in Cancer: Association  
of a Transaldolase1Tri-allelic SNP with Head and Neck Cancer. 
The goal of this research was to research the importance of the pentose phosphate pathway in 
head and neck cancer through the analysis of the association of a tri-allelic mutation in the 
Trasnaldolase I gene in this pathway. 
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Member of NC TraCS CTSA Translational Advancements Resource Committee  2013-Present 
 
Member of Health Registry and Survivorship Cohort advisory Board   2013-Present 
 
Member of Lineberger Data Warehouse and Biorepository (LDBR)  
Data Sharing Committee         2012-Present 
      
Member NC TraCS Biobanking committee      2011-2013 
 
Core Facility Director Center for Environmental Health     2006-Present 
 
Core Facility Director Lineberger Cancer Center      2005-Present 
 
 
National 
 
Scientific Reviewer for the New Jersey Commission on Cancer Research   2009 
 
Ad-hoc member of ALTX-1 Grant review Committee     2000  
 
Member of several NIDA program project site visits      2000 
 
Reviewer for Inflammation Research       2000   
 
Committee member United States Army Medical Research and 
Material Command Breast Cancer Research Program review   1995-1996        1995-1996 
 


