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EDUCATION 
2007    Doctor of Philosophy 

Epidemiology, formal minor in biostatistics 

University of North Carolina at Chapel Hill 

Dissertation: Genotype-by-smoking interaction and the risk of 

atherosclerosis and its clinical sequelae 

Advisor: Dr. Kari North 
 

2003    Masters of Public Heath 

    Epidemiology, specialization in public health genetics 

    University of Michigan, Ann Arbor 
 

1999    Bachelor of Science 

    Human Biology 

    Michigan State University 

 

PROFESSIONAL EXPERIENCE 
2023 – present   Professor of Epidemiology 

    University of North Carolina at Chapel Hill 

 

2017 – 2023   Associate Professor of Epidemiology 

University of North Carolina at Chapel Hill 

 

2016 – present   Carolina Population Center Fellow 

University of North Carolina at Chapel Hill 

 

2011 - 2017   Assistant Professor of Epidemiology 

University of North Carolina at Chapel Hill 

 

2007 – 2011   Postdoctoral Fellow   

Department of Epidemiology 

    University of North Carolina at Chapel Hill 
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2003 – 2007   Research Assistant  

Department of Epidemiology 

    University of North Carolina at Chapel Hill 

 

2001 – 2003   Research Assistant  

Department of Epidemiology  

University of Michigan, Ann Arbor     

 

2000 – 2001   Research Assistant   

Department of Pharmacology 

    University of Michigan, Ann Arbor 

 

HONORS 

2024 AHA Genomic/Precision Medicine & Epidemiology/Prevention Mid-Career Award  

2021 UNC Gillings School of Public Health Teaching Excellence and Innovation Award 

2016 Invited attendee, AHA/ASA Research Leaders Academy 

2015 Sandra A. Daugherty AHA Epidemiology/Lifestyle junior faculty award 

2013 CHARGE visiting fellow (Mentor: Dr. Bruce Psaty, University of Washington) 

2011 -2017 NIH / NHLBI Clinical Research Loan Repayment Program Award 

2010 University of North Carolina Postdoctoral Award for Research Excellence 

2008  Delta Omega, Honorary Society for Graduate Studies in Public Health 

2007 - 2009 University of North Carolina Cardiovascular Disease postdoctoral training grant 

2006  Rebecca James Baker Memorial Scholarship 

2005  North Carolina State University Institute in Statistical Genetics scholarship 

2003 - 2006 University of North Carolina Cardiovascular Disease predoctoral training grant 

2001 - 2003 University of Michigan Dean’s Scholarship 

1996,97,98-99 Dean’s List of Scholars, Michigan State University  
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Coronary Artery Risk Development in Young Adults (CARDIA) Study 
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Aiello AE. Effects of a hypothetical U.S. federal minimum wage increase on racial inequities in 
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2024 Mar 18:2024. 
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CG, Avery CL, Yu B, Young KL, Buchanan V, Kaplan R, Hou L, Thomas Joyce B, Qi Q, Sofer T, 

Moon J-Y, Lin D-Y. A method for Mendelian Randomization analyses with incomplete 

measurements on the exposure with application to metabolomics in HCHS/SOL. HGG Adv. 2024 

Jan 11;5(1):100245. doi: 10.1016/j.xhgg.2023.100245. Epub 2023 Oct 28. 
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Cushman M, Gignoux C, Guo X, Haessler J, Haiman C, Joehanes R, Kasela S, Kenny E, 

Lapalainien T, Levy D, Liu C, Liu Y, Loos RJF, Lu A, Matise T, North KE, Park SL, Ratliff SM, 

Reiner A, Rich SS, Rotter JI, Smith JA, Sotoodehnia N, Tracy R, Van den Berg D, Xu H, Ye T, 

Zhao W, Raffield LM, Kooperberg C; PAGE Study. Methylation patterns associated with C-

reactive protein in racially and ethnically diverse populations. Epigenetics. 2024 

Dec;19(1):2333668. doi: 10.1080/15592294.2024.2333668. Epub 2024 Apr 3. 

129. Frank SM, Jaacks LM, Meyer K, Rose D, Adair LS, Avery CL, Taillie LS. Dietary quality and 

dietary greenhouse gas emissions in the USA: a comparison of the planetary health diet index, 

healthy eating index-2015, and dietary approaches to stop hypertension. Int J Behav Nutr Phys Act. 

2024 Apr 2;21(1):36. doi: 10.1186/s12966-024-01581-y.  

128. Martin SS, Aday AW, Almarzooq ZI, Anderson CAM, Arora P, Avery CL, Baker-Smith CM, 

Barone Gibbs B, Beaton AZ, Boehme AK, Commodore-Mensah Y, Currie ME, Elkind MSV, 

Evenson KR, Generoso G, Heard DG, Hiremath S, Johansen MC, Kalani R, Kazi DS, Ko D, Liu J, 

Magnani JW, Michos ED, Mussolino ME, Navaneethan SD, Parikh NI, Perman SM, Poudel R, 

Rezk-Hanna M, Roth GA, Shah NS, St-Onge MP, Thacker EL, Tsao CW, Urbut SM, Van Spall 

HGC, Voeks JH, Wang NY, Wong ND, Wong SS, Yaffe K, Palaniappan LP; American Heart 

Association Council on Epidemiology and Prevention Statistics Committee and Stroke Statistics 

Subcommittee. 2024 Heart Disease and Stroke Statistics: A Report of US and Global Data From the 

American Heart Association. Circulation. 2024 Feb 20;149(8):e347-e913.  
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127. Frank SM, Jaacks LM, Avery CL, Adair LS, Meyer K, Rose D, Taillie LS. Dietary quality and 

cardiometabolic indicators in the USA: A comparison of the Planetary Health Diet Index, Healthy 

Eating Index-2015, and Dietary Approaches to Stop Hypertension. PLoS One. 2024 Jan 

10;19(1):e0296069. doi: 10.1371/journal.pone.0296069.  

126. Lu Y, Pike JR, Hoogeveen RC, Walker KA, Raffield LM, Selvin E, Avery CL, Engel SM, 

Mielke MM, Garcia T, Palta P. Liver integrity and the risk of Alzheimer's disease and related 

dementias. Alzheimers Dement. 2024 Mar;20(3):1913-1922. doi: 10.1002/alz.13601.  

†125. Conners KM, Avery CL, Syed FF. Advancing cardiovascular risk assessment with artificial 

intelligence. Opportunities and implications in North Carolina. NC Med J 2024, in press 

124. Li Y, Wong KY, Howard AG, Gordon-Larsen P, Highland HM, Graff M, North KE, Downie 

CG, Avery CL, Yu B, Young KL, Buchanan VL, Kaplan R, Hou L, Joyce BT, Qi Q, Sofer T, 

Moon JY, Lin DY. Mendelian Randomization with Incomplete Measurements on the Exposure in 

the Hispanic Community Health Study/Study of Latinos. HGG Adv. 2023 Oct 9:100245. doi: 

10.1016/j.xhgg.2023.100245.  

123. Frank SM, Jaacks LM, Adair LS, Avery CL, Meyer KT, Rose D, Taillie LS. Adherence to the 

Planetary Health Diet Index and Correlation with Nutrients of Public Health Concern: An analysis 

of NHANES 2003-2018. Am J Clin Nutr. 2024. Feb;119(2):384-392. doi: 

10.1016/j.ajcnut.2023.10.018.  

†*122. Lee MP, Dimos S, Raffield L, Ballou AF, Arehart C, Correa A, de Vries P, Du Z, Gignoux 

C, Gordon-Larsen P, Guo X, Haessler J, Howard AG, Hu Y, Kent S, Monda KL, North KE, Peters 

U, Preuss M, Rich S, Rhodes S, Rotter J, Yao J, Yarosh R, Tsai M, Kooperberg C, Ballantyne CM, 

Avery CL, Graff M. Ancestral diversity in lipoprotein(a) studies helps address evidence gaps. Open 

Heart 2023. Aug;10(2):e002382. doi: 10.1136/openhrt-2023-002382. 

121. Avery CL, Howard AG, Lee HH, Lee MP, Koenigsberg SH, Ballou AF, Preuss M, Raffield L, 

Yarosh R, North KE, Gordon-Larsen P, Graff M. Branched chain amino acids harbor distinct and 

often opposing effects on health and disease. Comm Med 2023. Nov 28;3(1):172. doi: 

10.1038/s43856-023-00382-x 

120. Tsao CW, Aday AW, Almarzooq ZI, Anderson CAM, Arora P, Avery CL, Baker-Smith CM, 

Beaton AZ, Boehme AK, Buxton AE, Commodore-Mensah Y, Elkind MSV, Evenson KR, Eze-

Nliam C, Fugar S, Generoso G, Heard DG, Hiremath S, Ho JE, Kalani R, Kazi DS, Ko D, Levine 

DA, Liu J, Ma J, Magnani JW, Michos ED, Mussolino ME, Navaneethan SD, Parikh NI, Poudel R, 

Rezk-Hanna M, Roth GA, Shah NS, St-Onge MP, Thacker EL, Virani SS, Voeks JH, Wang NY, 

Wong ND, Wong SS, Yaffe K, Martin SS; American Heart Association Council on Epidemiology 

and Prevention Statistics Committee and Stroke Statistics Subcommittee. Heart Disease and Stroke 

Statistics-2023 Update: A Report From the American Heart Association. Circulation. 2023 Jan 25.  

119. Shemirani R, Belbin GM, Avery CL, Kenny EE, Gignoux CR, Ambite J-L. Selecting 

Clustering Algorithms for IBD Mapping. Pac Symp Biocomput 2023. 28:121-132  

118. Anwar MY, Baldassari AR, Polikowsky HG, Sitlani CM, Highland HM, Chami N, Chen HH, 
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Graff M, Howard AG, Jung SY, Petty LE, Wang Z, Zhu W, Buyske S, Cheng I, Kaplan R, 

Kooperberg C, Loos RJF, Peters U, McCormick JB, Fisher-Hoch SP, Avery CL, Taylor KC, Below 

JE, North KE. Genetic pleiotropy underpinning adiposity and inflammation in self-identified 

Hispanic/Latino populations. BMC Med Genomics 2022. Sep 10;15(1):192. doi: 10.1186/s12920-

022-01352-3. 

117. Young WJ, Lahrouchi N, Isaacs A, Duong T, Foco L, Ahmed F, Brody JA, Salman R, 

Noordam R, Benjamins JW, Haessler J, Lyytikäinen LP, Repetto L, Concas MP, van den Berg ME, 

Weiss S, Baldassari AR, Bartz TM, Cook JP, Evans DS, Freudling R, Hines O, Isaksen JL, Lin H, 

Mei H, Moscati A, Müller-Nurasyid M, Nursyifa C, Qian Y, Richmond A, Roselli C, Ryan KA, 

Tarazona-Santos E, Thériault S, van Duijvenboden S, Warren HR, Yao J, Raza D, Aeschbacher S, 

Ahlberg G, Alonso A, Andreasen L, Bis JC, Boerwinkle E, Campbell A, Catamo E, Cocca M, 

Cutler MJ, Darbar D, De Grandi A, De Luca A, Ding J, Ellervik C, Ellinor PT, Felix SB, Froguel P, 

Fuchsberger C, Gögele M, Graff C, Graff M, Guo X, Hansen T, Heckbert SR, Huang PL, Huikuri 

HV, Hutri-Kähönen N, Ikram MA, Jackson RD, Junttila J, Kavousi M, Kors JA, Leal TP, Lemaitre 

RN, Lin HJ, Lind L, Linneberg A, Liu S, MacFarlane PW, Mangino M, Meitinger T, Mezzavilla M, 

Mishra PP, Mitchell RN, Mononen N, Montasser ME, Morrison AC, Nauck M, Nauffal V, Navarro 

P, Nikus K, Pare G, Patton KK, Pelliccione G, Pittman A, Porteous DJ, Pramstaller PP, Preuss MH, 

Raitakari OT, Reiner AP, Ribeiro ALP, Rice KM, Risch L, Schlessinger D, Schotten U, Schurmann 

C, Shen X, Shoemaker MB, Sinagra G, Sinner MF, Soliman EZ, Stoll M, Strauch K, Tarasov K, 

Taylor KD, Tinker A, Trompet S, Uitterlinden A, Völker U, Völzke H, Waldenberger M, Weng LC, 

Whitsel EA, Wilson JG, Avery CL, Conen D, Correa A, Cucca F, Dörr M, Gharib SA, Girotto G, 

Grarup N, Hayward C, Jamshidi Y, Järvelin MR, Jukema JW, Kääb S, Kähönen M, Kanters JK, 

Kooperberg C, Lehtimäki T, Lima-Costa MF, Liu Y, Loos RJF, Lubitz SA, Mook-Kanamori DO, 

Morris AP, O'Connell JR, Olesen MS, Orini M, Padmanabhan S, Pattaro C, Peters A, Psaty BM, 

Rotter JI, Stricker B, van der Harst P, van Duijn CM, Verweij N, Wilson JF, Arking DE, Ramirez J, 

Lambiase PD, Sotoodehnia N, Mifsud B, Newton-Cheh C, Munroe PB. Genetic analyses of the 

electrocardiographic QT interval and its components identify additional loci and pathways. Nat 

Commun. 2022 Sep 1;13(1):5144. doi: 10.1038/s41467-022-32821-z. PMID: 36050321. 

116. Lee M, Whitsel EA, Avery CL, Hughes TM, Griswold ME, Sedaghat S, Gottesman RF, 

Mosley TH, Heiss G, Lutsey PL. Variation in Population Attributable Fraction of Dementia 

Associated With Potentially Modifiable Risk Factors by Race and Ethnicity in the US. JAMA Netw 

Open. 2022;5(7):e2219672. doi:10.1001/jamanetworkopen.2022.19672 

115. Tcheandjieu C, Zhu X, Hillard AT, Clarke SL, Napolino V, Ma S, Fang H, Sinnott-Armstrong 

N, Gorman BR, Pyarajan S, Huang J, Song R, Plomondon M, Maddox TM, Waldo SW, Lee K-M, 

Ho Y-L, Wojcik GL, Bustamente CD, Prichard JK, Buyske S, Kooperberg CL, Haessler J, Loos 

RFJ, Do R, Berbanck M, Chaudhary K, North KE, Avery CL, Graff M, Chen F, Haiman CA, Le 

Marchand LE, Wilkens LR, Bis JC, Leonard H, Shen B, Lange LA, Giri A, Lu Y, Dikilitas O, Kullo 

IJ, Stanaway IB, Jarvik GP, Gordon AD, Hebbring S, Namjou B, Harley JB, Kaufman K, Koyama 

S, Ito K, Ishigaki K, Tsao N, Verma SS, Ritchie MD, Kember RL, Natarajan P, Kathiresan S, Bick 

AG, Levin M, Hauser ER, Miller DR, Vujkovic M, Huffman JE, Raghavan S, Klarin D, Lee JS, 

Voight BF, Saleheen D, Reaven PD, Lynch JA, Cho K, Gaziano JM, Rader DJ, Chang K-M, 

Damrauer SM, Wilson PW, Tang H, Sun YV, Tsao PS, O’Donnell CJ, Assimes TL. A large-scale 

multi-ethnic genome-wide association study of coronary artery disease. In press, Nat Med 2022 
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†114. Downie CG, Highland HM, Lee MP, Raffield LM, Preuss M, Whitsel EA, Psaty BM, Sitlani 

CM, Graff M, Avery CL. Genome-wide analysis of variant-by-thiazide diuretic interactions on 

blood lipid concentrations in the UK Biobank identifies a novel LDL-C locus. Circ Res. 2022 Jun 

14:101161CIRCRESAHA122321120. doi: 10.1161/CIRCRESAHA.122.321120.  

113. Avery CL, Howard AH, Ballou AF, Buchanan VL, Collins JM, Downie CG, Graff M, 

Highland HM, Lee MP, Lilly AG, Lu K, Ragner JE, Staley BS, North KE, and Gordon-Larsen P. 

How genetic data can strengthen causal inference in exposomics. Environ Health Perspect. 2022. 

May;130(5):55001. doi: 10.1289/EHP9098. Epub 2022 May 9. 

112. Highland HM, Wojcik GL, Graff M, Nishimura KK, Hodonsky CJ, Baldassari AR, Cheng I, 

Gignoux CR, Tao R, Li Y, Boerwinkle E, Fornage M, Haessler J, Hindorff LA, Hu Y, Justice AE, 

Lin BM, Lin D-Y, Stram DO, Haiman CA, Kooperberg C, Le Marchand L, Matise TC, Kenny EE, 

Carlson CS, Stahl EA, Avery CL, North KE, Ambite JL, Buyske S, Loos RFJ, Peters U, Young 

KL, Bien SA, Huckins LM. Predicted gene expression in ancestrally diverse populations leads to 

discovery of novel susceptibility loci for lifestyle and cardiometabolic traits. Am J Human Genet. 

2022. Apr 7;109(4):669-679 

111. Polikowsky HG, Shaw DM, Petty LE, Chen H-H, Pruett D, Linklater JP, Viljoen KZ, Beilby 

JM, Highland HM, Levitt B, Avery CL, Mullan Harris K, Jones R, Below JE, Kraft SJ. Population-

based genetic effects for developmental stuttering. HGG Advances. Dec 2;3(1):100073. doi: 

10.1016/j.xhgg.2021.100073. eCollection 2022 Jan 13. 

110. Downie CG, Dimos S, Wang Y, Bien SA, Raffield LM, Armstrong N, Polikowsky HG, Darst 

B, Polfus LM, Below JE, Irvin MR, Carlson C, Haiman C, Hindorff L, Phillips L, Liu S, Pankow J, 

Rich SS, Rotter J, Buyske S, Matise T, Kooperberg C, Loos R, North KE, Avery CL, Graff M, 

Highland HM. Multi-ethnic GWAS and fine-mapping of glycemic traits identify novel loci in the 

PAGE study. Diabetologia 2022. Mar;65(3):477-489. 

109. Rebolledo Fuentealba NI, Reyes M, Popkin BM, Adair LS, Avery CL, Corval C, Ng S, Tallie 

Smith L. Changes in Nonnutritive Sweetener Intake in a Cohort of Preschoolers After the 

Implementation of Chile’s Law of Food Labeling and Advertising. Pediatr Obes. 2022. 

Jul;17(7):e12895. doi: 10.1111/ijpo.12895. Epub 2022 Jan 27.  

108. Bauer AE, Avery CL, Shi M, Weinberg C, Olshan AF, Harmon Q, Luo J, Yang J, Manuck T, 

Williams N, McGinnis R, Morgan L, Klungsøyr K, Trogstad L, Magnus P, Engel SM. Do genetic 

variants modify the effect of smoking on risk of preeclampsia in pregnancy? Am J Perinatol. 2022. 

Nov 28. doi: 10.1055/s-0041-1740072. 

107. Raffield LM, Howard AG, Graff M, Lin D, Cheng S, Demerath E, Ndumele C, Rebholz C, 

Seidelmann S, Yu B, North KE, Gordon-Larsen P, Avery CL. Obesity duration, severity, and 

distribution trajectories and cardiovascular disease risk in the Atherosclerosis Risk in Communities 

Study. J Am Heart Assoc. 2021. Dec 21;10(24):e019946. doi: 10.1161/JAHA.121.019946. 

106. Wen J, Xie M, Rowland B, Rosen JD, Sun Q, Tapia AL, Qian H, Kowalski MH, Shan Y, 

Young KL, Graff M, Argos M, Avery CL, Bien SA, Buyske S, Choquet H, Fornage M, Hodonsky 

C, Jorgenson E, Kooperberg C, Loos RJF, Liu Y, Moon J-Y, North KE, Rich SS, Rotter JI, Smith J, 
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Zhao W, Shang L, Wang T, Zhou X, Reiner AP, Raffield LM, Li Y. Transcriptome-wide 

association study of blood cell traits in African American and Hispanic/Latino Populations. Genes 

(Basel). 2021 Jul 8;12(7):1049. doi: 10.3390/genes12071049. 

105. Sun Q. Rowland B, Wen J, Huang L, Lee MP, Avery CL, Franceschini N, North KE, Li Y, 

Raffield L. Analyses of Serum and Urine Biomarker Traits in UK Biobank Participants with 

African, South Asian, and East Asian Ancestry. J Hum Genet. 2021 Aug 11. doi: 10.1038/s10038-

021-00968-0. 

104. Hu Y, Bien SA, Nishimura KK, Haessler J, Hodonsky CJ, Baldassari AR, Highland HM, 

Wang Z, Preuss M, Sitlani CM, Wojcik GL, Tao R, Graff M, Huckins LM, Sun Q, Chen M-H, 

Mousas A, Auer PL, Lettre G, Tang W, Qi L, Thyagarajan B, Buyske S, Fornage M, Hindorff LA, 

Li Y, Lin D, Reiner AP, North KE, Loos RJF, Raffield LM, Peters U, Avery CL, Kooperberg C. 

Multi-ethnic genome-wide association analyses of white blood cell and platelet traits in the 

Population Architecture using Genomics and Epidemiology (PAGE) Study. BMC Genomics. 2021 

Jun 9;22(1):432. doi: 10.1186/s12864-021-07745-5. 

103. Sitlani CM, Baldassari AR, Highland HM, Hodonsky CJ, McKnight B, Avery CL. 

Comparison of multiple phenotype association tests using summary statistics in genome-wide 

association studies. Hum Mol Genet. 2021 Jul 9;30(15):1371-1383. doi: 10.1093/hmg/ddab126 

102. Avery CL, Howard AG, Nichols HB. Comparison of 20-year obesity-related cancer mortality 

trends with heart disease mortality trends in the US. JAMA Network Open. 2021 May 

3;4(5):e218356. doi: 10.1001/jamanetworkopen.2021.8356. 

101. Wang Y, Wang H, Howard AH, Tsilimigras MCB, Avery CL, Meyer KA, Sha W, Sun S, Su 

C, Wang Z, Fodor AA, Zhang B, Gordon-Larsen P. Gut microbiota and host metabolites associated 

with blood pressure in Chinese adults. Hypertension. 2021. Feb;77(2):706-717 

100. Avery CL, Howard AG, Nichols HB. Trends in U.S. cancer and heart disease mortality, 1999-

2018. Circulation. 2021 Jan 19;143(3):287-288 

99. Shemirani R, Belbin GM, Avery CL, Kenny EE, Gignoux CR, Ambite J-L. Rapid detection of 

identity-by-descent tracts for mega-scale datasets. Nat Commun. 2021 Jun 10;12(1):3546. doi: 

10.1038/s41467-021-22910-w. 

98. Wang Y, Wang H, Howard AG, Tsilmigras MCB, Avery CL, Meyer KA, Sha W, Sumner SJ, 

Zhang J, Su C, Wang Z, Zhang B, Fodor AA, Gordon-Larsen P. Sodium and Potassium 

Consumption was Associated with Gut Microbiota and Plasma Metabolome Involved in 

Cardiometabolic Health: A Population-based Study of Chinese Adults. Am J Clinical Nutrition. 

2020 Dec 10;112(6):1599-1612. 

97. Wang Y, Wang H, Howard AG, Meyer KA, Tsilimigras M, Avery CL, Sha W, Sun S, Zhang J, 

Su C, Wang Z, Zhang B, Fodor A, Gordon-Larsen P. Circulating Short-chain Fatty Acids are 

Positively Associated with Adiposity Measures in Chinese Adults. Nutrients. 2020 Jul 

17;12(7):2127 
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†96. Engeda JC, Lhachimi SK, Rosamond WD, Lund JL, Keyserling TC, Safford MM, Colantonio 

LD, Muntner P, Avery CL. Projections of atherosclerotic cardiovascular disease and type 2 

diabetes across statin treatment guidelines. PloS Med. 2020. Aug 26;17(8):e1003280 

95. Kats D, Evenson KR, Zeng D, Avery CL, Palta P, Kritchevsky SB, Heiss G. Physical activity 

from mid- to late-life: duration and intensity. The ARIC Study. Aging (Albany NY). 2020 Mar 

13;12(5):4592-4602. 

94. Martinez-Miller EE, Prather A, Robinson WR, Avery CL, Yang YC, Haan MN, Aiello AE. 

Acculturation, Cognitive Performance and Decline, and Incident Dementia/CIND: The Sacramento 

Area Latino Study on Aging. Am J Epidemiol 2020 Nov 2;189(11):1292-1305  

†93. Hodonsky CJ, Bien S, Baldassari AR, Raffield L, Highland HM, Sitlani CM, Wojcik GL, Tao 

R, Graff M, Tang W, Thyagarajan B, Buyske S, Fornage M, Hindorff LA, Li Y, Lan D, Reiner AP, 

North KE, Roos RJF, Kooperberg C, Avery CL. Ancestry-specific associations identified in 

genome-wide combined-phenotype study of red blood cell traits emphasize benefits of diversity in 

genomics. BMC Genomics, 2020. Mar 14;21(1):228. doi: 10.1186/s12864-020-6626-9. 

92. Ntalla I, Weng, L-C, Cartwright JH, Hall AW, Svinbjornsson G, Tucker NR, Choi SH, Chaffin 

MD, Roselli C, Barnes MR, Mifsud B, Warren HR, Hayward C, Marten J, Cranley JJ, Concas MP, 

Gasparini P, Boutin T, Kolcic I, Polasek O, Ruden I, Araujo NM, Lima-Costa MF, Ribeiro ALP, 

Souza RP, Tarazona-Santos E, Giedraitis V, Ingelsson E, Mahajan A, Morris AP, Del Greco F, 

Foco L, Gogele M, Hicks AA, Cook JP, Lind L, Lindgren CM, Sundstrom J, Nelson CP, Riaz MB, 

Samani NJ, Sinagra G, Ulivi S, Kahonen M, Mishra PP, Mononen N, Nikus K, Caulfield MJ, 

Dominiczak A, Padmanabhan S, Montasser ME, O’Connell JR, Ryan K, Shuldiner AR, 

Aeschbacher S, Conen D, Risch L, Theriault S, Hutri-Kahonen N, Lehtimaki T, Lyytiakainen L-P, 

Raitakari OT, Barnes CLK, Campbell H, Joshi PK, Wilson JF, Isaacs A, Kors JA, van Juijn CM, 

Huang PL, Gudnason V, Harris TB, Launer LJ, Smith AV, Bottinger EP, Loos RJF, Nadkarni GN, 

Preuss MH, Correa A, Mei H, Wilson J, Meitinger T, Nuller-Nurasid M, Peters A, Waldenberger 

M, Mangino M, Spector TD, Rienstra M, van de Vegte YJ, van der Harst P, Verweij N, Kaab S, 

Schramm K, Sinner MF, Strauch K, Cutler JM, Fatkin D, London B, Olesen M, Roden DM, 
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Project # R01HL147853 Avery   NHLBI 01/01/2020-12/31/2023 (NCE) 

Title: Inflammatory mediators of cardiometabolic risk in Latinos 

Description: This grant will measure eicosanoid metabolites in HCHS/SOL participants and 

examine their association with diabetes and cardiometabolic risk factors. 

Role: Principal investigator (20% effort) 

Total costs: $3,875,000 

 

Project #R01HL143885 Avery, Gordon-Larsen, North, Sumner (MPI)  04/01/2019-03/31/2023 

(NCE) 

Title: Leveraging multi-omics approaches to examine metabolic challenges of obesity in relation to 

cardiovascular diseases 

Description: This study will test molecular mechanisms underlying obesity-associated CVD 

Role: Principal Investigator (with Penny Gordon-Larsen, Kari North, and Susan Sumner) 

Total costs: $ 8,894,348 

 

Project #R01HL142825  Avery  NHLBI 02/10/2019-01/31/2024 (NCE) 

Title: Characterizing pleiotropy in cardiometabolic phenotypes among diverse populations 

Description: This study will examine the role of shared genetic effects in the etiology of 

cardiometabolic traits that span blood pressure, glucose, obesity, electrocardiographic, and lipid 

measurements. 

Role: Principal Investigator 

Total costs: $3,231,039 
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Project #R01HG010297   Matise, Gignoux (MPI) NHGRI 06/01/2019-05/31/2023 

Title: PAGE III: Population Architecture using Genomics and Epidemiology 

Description: This grant will test molecular mechanisms underlying established obesity genetic 

variants using metabolic markers via metabolomics. 

Role: Co-investigator  

Total costs: $6,800,000 

 

Project #R01HL151152 Kooperberg, Gignoux, North (MPI) NHLBI 08/2020-07/2024 

Title: Polygenic Risk Scores for Diverse Populations - Bridging Research and Clinical Care 

Description: We address major limitations in the science of polygenic risk scores (PRS) in multi-

ethnic populations. 

Role: Co-investigator 

Total costs: $9,617,000 

 

Project #T32HL129982 Mohlke, North (MPD) NHLBI 05/01/16 – 04/31/26 

Title: The Genetic Epidemiology of Heart, Lung, and Blood Traits Training Grant (GenHLB) 

Description: Training grant in heart, lung, and blood genetic epidemiology for pre- and post-

doctoral fellows in the University of North Carolina’s Department of Epidemiology. 

Role: HLB Genetic Epidemiology training dimension lead 

Total costs: $1,207,760 

 

 

Pending Research Support 

Project # R01HL172887  Avery, Graff (MPI) NHLBI 12/01/2024-11/31/2026 

Title: Phenotypic consequences of lipoprotein(a) in diverse populations 

Total costs: $5,000,000 

 

Project #   Avery, Muntner (MPI) Amgen  06/01/24 – 05/30/25 

Title: Development and validation of an algorithm to identify adults with elevated lipoprotein(a). 

Total costs: $250,000 

 

Project #    Welch (PI)  NIA  12/01/2024-11/31/2026 

Title: Inflammatory mediators of maternal preconception health and later-life CVD risk 

Role: Subcontract PI 

Total costs: $300,000 

 

Completed Research Support  

Project #R01HL142825S1  Avery   NHLBI 07/19/2019-01/31/2024 

Title: Characterizing pleiotropy in cardiometabolic phenotypes among diverse populations-Admin 

Suppl 

Description: This administrative supplement will support Ms. Sofia Dimos’s training in the genetic 

epidemiology of cardiovascular diseases.  

Role: Principal Investigator and mentor 

Total costs: $102,012 
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Project #2011561720   Avery   Amgen  02/01/2019-12/31/2021 

Title: Phenome-wide association study of Lp(a) variants 

Description: This study will assess the wide-ranging phenotypic consequences of genetically 

inferred Lp(a) 

Role: Principal investigator  

Total costs: $ 411,530 

 

Project #R03HD097630  Avery, Harris (MPI) NICHD 09/20/2018-08/31/20 

Title: Add Health GWAS Data: User Support and Research Tools Enable Widespread Access 

Description: The study outlines a plan to develop tools to enable widespread access to and use of 

genome-wide association study (GWAS) data among respondents in the National Longitudinal 

Study of Adolescent to Adult Health (Add Health). 

Role: Principal Investigator (with Kathleen Mullan Harris) 

Total cost: $155,500 

 

Project #U01HG007416  North (PI)  NHGRI 07/01/13- 05/31/19 

Title: Genetic epidemiology of causal variants across the life course (CALiCo) Phase II 

Description: The Genetic Epidemiology of Causal Variants Across the Life Course (CALiCo) is a 

member study of Population Architecture using Genomics and Epidemiology (PAGE). PAGE was 

established to investigate the epidemiologic architecture of mature genetic variants associated with 

complex diseases. 

Role: Co-investigator 

Total costs: $3,057,956 

 

Project # R01HD73342  Harris (PI)  NICHD 07/01/12-03/01/19 

Title: Add Health: A Genotype and Phenotype Resource for the Global Scientific Community 

Description: This proposal will complete genome-wide genotyping on the remaining 6,000 Add 

Health samples using current Illumina chip technology, prepare genotype and phenotype data and 

documentation for dissemination, and conduct GWAS 

Role: Co-Investigator 

Total costs: $2,864,536 

 

Project # R01HL103612  Psaty (PI)  NHLBI     08/10/11-07/31/17 (NCE) 

Title: Prospective meta-analyses of drug-gene interactions: CHARGE GWAS consortium 

Description: The investigators will use GWAS methods to identify potential drug-gene interactions 

related to unintended drug effects and to identify genetic variants that may modify the intended 

effects of treatments for lipids and blood pressure on change in risk factor levels, carotid 

atherosclerosis and incidence of cardiovascular events. 

Role: Co-Investigator 

Total costs: $439,755 

 

Project # 15GPSPG239  Avery (PI)  AHA  02/1/2015- 01/31/2017 

Title: Pharmacogenomics of risk factors for cardiac arrhythmias in global populations 

Description: This study will evaluate common SNPs influencing arrhythmogenic adverse drug 

reactions in European American, African American, and Hispanics/Latino populations. 

Role: Principal Investigator 
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Direct costs: $500,000 

 

Project # R21HL121580  Avery (PI)  NHLBI    09/15/13- 07/31/16 (NCE) 

Title: The natural history of cardiovascular health in U.S. populations  

Description: This study will characterize the stages and age epochs at which African American, 

Hispanic/Latino, American Indian, and Caucasian U.S. populations transition between ideal, 

intermediate, and poor levels of cardiovascular health metrics. 

Role: Principal Investigator 

Total costs: $210,486 

 

Project #PPHF 2014    Hoerger (PI) CDC  10/01/2014-09/30/16 

Title: Developing Online Toolkits to Evaluate Diabetes Burdens and Impacts of Diabetes 

Preventions for States 

Description: This project will compute and report diabetes-attributable morbidity, mortality, and 

economic costs as well as health and economic impacts of diabetes prevention programs for use by 

U.S. states 

Role: Consultant  

 

Project # R00HL098458   Avery (PI) NHLBI 08/15/11-05/31/15 

Title: Enumerating the community burden of heart failure 

Description: This study is designed to facilitate enumeration of heart failure in outpatient settings, 

accomplished by developing and calibrating simple but accurate heart failure classification tools in 

outpatient settings and applying these tools in the Atherosclerosis Risk in Communities Study. 

Role: Principal Investigator 

Total costs: $450,000 

 

Project # R01ES017794   Whitsel (PI) NIEHS  08/11/10-05/30/15 

Title: Modification of PM-mediated arrhythmogenesis in populations 

Description: This application will investigate susceptibility to the arrhythmogenic effects of 

particulate matter (PM) air pollution contributed by common genetic variation in the Women’s 

Health Initiative Clinical Trial and Atherosclerosis Risk in Communities studies. 

Role: Co-investigator 

Total costs: $2,289,037 

 

Project # A10-0347-001   North (PI) NHLBI  08/01/2009-06/01/2011 

Title: GWAS Analysis for the Women’s Health Initiative Study 

Description: The goal of this study is to detect, map, and identify polymorphic genes that influence 

variation in complex phenotypes in women. 

Role: Co-investigator 

Total costs: $708,762 

 

Project: # U01HG004803   North (PI) NHGRI 06/01/11-05/31/14 

Title: Genetic epidemiology of causal variants across the life course (CALiCo) 

Description: The Genetic Epidemiology of Causal Variants Across the Life Course (CALiCo) is a 

member study of Population Architecture using Genomics and Epidemiology (PAGE). PAGE was 

established to investigate the epidemiologic architecture of mature genetic variants associated with 
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complex diseases. 

Role: Co-investigator 

Total costs: $3,275,184 

 

Project: # AS405    Avery (PI) WHI SE-RC RFA  11/01/12-9/30/13  

Title: Pharmacogenomics of risk factors for cardiac arrhythmias in global populations 

Description: Pilot study to include Women’s Health Initiative Clinical Trial participants in a ten-

study consortium examining pharmacogenomic influences on ECG traits. 

Role: Principal Investigator 

Total costs: $20,000 

 

Project # K99HL098458   Avery (PI) NHLBI 04/01/10–08/14/11 

Title: Enumerating the community burden of heart failure 

Description: This study is designed to facilitate enumeration of heart failure in outpatient settings, 

accomplished by developing and calibrating simple but accurate classification tools in outpatient 

settings and applying these tools in the Atherosclerosis Risk in Communities Study cohort. 

Role: Principal Investigator 

Total costs: $200,000 

 

Project # 0615310U    Avery (PI) AHA  07/01/06–08/30/07 

Title: Tobacco exposure, DNA repair genes, and atherosclerosis: the Atherosclerosis Risk in 

Communities (ARIC) study 

Description: This project evaluated how common DNA repair gene variants, in combination with 

exposure to tobacco smoke, modified the risk of atherosclerosis and its clinical sequelae.  

Role: Principal Investigator 

Total costs: $25,950 

 

TEACHING RECORD 

University of North Carolina at Chapel Hill, Department of Epidemiology 

 

Lead instructor EPID 716: Epidemiologic Analysis of Binary Data, 2013-22, 24- 

  Number of students: 33-69 

  

  EPID 889: Readings in CVD Epidemiology, 2021, 2022, 2023 

  Number of students: 20 

 

  EPID 889: OMICs of HLB traits, 2019 

  Number of students: 19 

 

EPID 889: Population Burden Measures in Epidemiology, 2012-16 

  Number of students: 10-15 

 

Developer MPH@UNC online course: Epidemiologic Analysis of Binary Data 

(2021-22) 
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Co-instructor  EPID 890: Perspectives in Epidemiology and Public Health, 2014-15 

  Number of students: 10 

 

EPID 715: Theory and Quantitative Methods in Epidemiology, 2012 

  Number of students: 45 

 

Invited lecturer EPID 889: Genetic epidemiology data analysis, 2021 

  Number of students: 18  

 

EPID 735: Cardiovascular Disease Epidemiology, 2009-11, 15- 

  Number of students: ~15 

 

  EPID 710: Fundamentals of Epidemiology, 2014, 16 

  Number of students: ~45 

 

 EPID 743: Genetic Epidemiology, 2009-13 

 Number of students: ~15 

 

 EPID 810: Design of Clinical Research, 2012 

Number of students: ~10 

 

    PATH 797: Molecular and Cellular Biology of CVD, 2013, 15, 16 

    Number of students: ~5 

 

University of Ulm, Germany (Summer Institute) 

Lead instructor Epidemiologic Analysis of Binary Data, 2018 

  Number of students: 14 

 

Genetic Epidemiology, 2011 

   Number of students: 30 

 

POSTDOCTORAL MENTORING 
Current: 1) Moa Park Lee (2018-) 

  2) Mohanraj Krishnan (2021-) 

 

Completed: 

1) Harold Lee (2021-2) 

2) Raul Mendez Giraldez (2015-17) 

 

GRADUATE STUDENT MENTORING 
Current: 

 Dissertation chair: 

1) Epidemiology: Moa Park Lee (expected graduation: 05/2024) 

2) Epidemiology:  Sarah Koenigsberg (expected graduation: 08/2026) 

3) Epidemiology: Emily Drzymalla (expected graduation: 08/2027) 
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4) Epidemiology: Katherine Conners (expected graduation: 08/2028) 

 

Dissertation committee member: 

1) Epidemiology: Leah Sadinski 

2) Epidemiology:  Alvin Thomas 

3) Sociology: Adam Lilly 

4) Nutrition: Autumn Hullings 

 

Completed: 

Dissertation chair (year graduated): 

1) Epidemiology: Carolina Downie (2023) 

2) Epidemiology: Brooke Staley (2023) 

3) Epidemiology:  Chani Hodonsky (2019) 

4) Epidemiology:  Joseph Engeda (2019) 

5) Epidemiology:  Amanda Seyerle (2016) 

 

Masters paper chair (year graduated): 

1) Epidemiology:  Anna Ballou (2023) 

2) Epidemiology:  Antoine Baldassari (2018) 

3) Epidemiology: Amanda Seyerle (2013) 

 

Dissertation committee member (year graduated): 

1) Nutrition:  Kyle Busse (2024) 

2) Biostatistics Yilun Li (2024) 

3) Biostatistics:  Yianchang Li (2024) 

4) Epidemiology: Yifei Lu (2023) 

5) Nutrition:   Caitlyn Lowery (2023) 

6) Nutrition:  Sarah Frank (2023) 

7) Epidemiology:  Victoria Buchanan (2023) 

8) Epidemiology:  Poojan Shrestha (2023) 

9) Epidemiology: Daeeun Kim (2023) 

10) Biostatistics:  Richard Sizelove (2023) 

11) Epidemiology:  Audrey Renson (2021) 

12) Nutrition:      Natalia Rebolledo Fuentealba (2021) 

13) Nutrition:      Yiqing Wang (2020) 

14) Nutrition:      Tania Aburto Soto (2019) 

15) Epidemiology:  Erline Miller (2018) 

16) Epidemiology:  Shakia Hardy (2017) 

17) Epidemiology:  Aderonke Akinkugbe (2017) 

18) Epidemiology:  Anna Bauer (2017) 

19) Health Policy:  Jamie Jarmul (2017) 

20) Epidemiology:  Kapuaola Gellert (2016) 

21) Epidemiology:  Evan Busch (2015) 

22) Epidemiology:  Sara Jones (2015) 

23) Epidemiology:  Annah Wyss (2013) 

24) Epidemiology:  Quaker Harmon (2012) 



 

CL Avery Curriculum Vitae 28 Revised April 2024 

25) Biostatistics:   Qianchuan (Chad) He (2012) 

 

Masters paper second reader (year graduated): 

1) Epidemiology: Katelyn Holliday (2011) 

 

UNDERGRADUATE STUDENT MENTORING 
Current: None 

 

Completed:  

1) Allison Baumgartner (2022-2023) 

2) Sofia Dimos (2018-2021) 

3) Ashlyn Stackhouse (2017-2018) 

 

UNDERGRADUATE, PREDOCTORL, AND POSTDOCTORAL AWARDS* 
  *Restricted to awards where I am the primary mentor/senior author 

1) Moa Park Lee (2020-21) 

Recipient, F32HL149256, “A Phenome-Wide Association Study to 

Identify and Characterize Phenotypic Effects of Lp(a)” 

2) Sofia Dimos (2019-21) 

Recipient, R01HL142825S1, Research Supplement to Promote 

Diversity in Health-Related Research 

3) Katelyn Holliday (2014) 

   Recipient, Steven Blair Award for Excellence in Physical  

   Activity Research, 2014 AHA EPI/Lifestyle conference 

4) Shakia Hardy (2014) 

   Finalist, Jeremiah and Rose Stamler Research Award for New 

 Investigators, 2014 AHA EPI/Lifestyle conference 

 

PROFESSIONAL SERVICE 
 

Invited Grant Reviews 
  

2021- NIH NHLBI Mentored Transition to Independence Review Committee 

permanent member 

2019-21 NIH NHLBI Mentored Transition to Independence Review Committee ad 

hoc reviewer 

2017, 21 NIH CHS study section ad hoc reviewer 

2020 05 ZRG1 PSE-E (02) S Chronic Diseases and Epidemiology ad hoc 

reviewer 

2018 Mid-Atlantic NORC Pilot and Feasibility Grant ad hoc reviewer 

2018 AHA Uncovering New Patterns ad hoc reviewer 

2016 NIH/NHLBI K01 special emphasis panel ad hoc reviewer 

2015 AHA Behavioral Science - Prevention/Intervention ad hoc reviewer 

2014 NIH CASE/EPIC study section (ZRG1 PSEQ 90) ad hoc reviewer 

2012 Center for Environmental Health and Susceptibility (CEHS), University of 
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North Carolina at Chapel Hill 

  

 Leadership 

2020- Leader, UNC Cardiovascular Epidemiology Program Area (50 faculty, staff, 

and students) 

2018- Coleader, UNC CVD Genetic Epidemiology computational lab (25 faculty, 

staff, and students) 

 

Scientific and Advisory Committees/Councils 

2023- Amgen, the Center for Observational Research (CfOR) Methods Council 

2021-4 American Heart Association EPI Statistics Committee of the Council on 

Epidemiology and Prevention  (Nominated member) 

2012 Circulatory Device Advisory Committee panelist, U.S. Food and Drug 

Administration, Silver Spring, MD 

 

University and Study Committees 

2019,- University of North Carolina Postdoctoral Award for Research Excellence 

Selection Committee  

2014-  Atherosclerosis Risk in Communities Ancillary Studies  

2013- HCHS/SOL ECG genomics working group (chair) 

2012- Women’s Health Initiative Publications & Presentations  

2011- University of North Carolina Department of Epidemiology Graduate Studies 

   

Editorial 

 Associate Editor 

  Heart (2022- ) 

 

Invited Manuscript Review 

American Journal of Epidemiology (2015 – 1) 

American Journal of Preventive Medicine (2016 -1) 

American Heart Association abstract review (2012, 2016-) 

Annals of Epidemiology (2018-1) 

Circulation (2012 -1, 2013 – 2, 2014-2, 2015-1, 2019-1, 2020-1, 2021-1) 

Circulation: Genomics and Precision Medicine (2012 -1, 2021-1) 

Clinical Genetics (2017-1) 

Current Pharmacogenomics and Personalized Medicine (2017-1) 

Diabetes (2015 – 1)  

Diabetes Care (2020 – 1)  

Diabetes Research and Clinical Practice (2012 – 1)  

Diabetic Research (2013 – 1) 

Environmental Health Perspectives (2013- 2) 

Epidemiology (2015 – 2; 2017-1) 

Genetic Epidemiology (2012 -1, 2020 - 1) 

Heart (2013 – 1, 2014-1) 

JAMA Neurology (2020-1) 

Journal of Internal Medicine (2018 -1) 
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North Carolina Medical Journal (2013, 1) 

Pharmacoepidemiology and Drug Safety (2015, 1) 

Pharmacy and Therapeutics (2014, 1) 

PLoS Medicine (2020-1) 

PLoS One (2013 – 1, 2014-1) 

Scientific Reports (2016 -1) 

Society for Epidemiologic Research abstract review (2011, 2012) 

 

Conference Contribution 

2021-22 AHA Epidemiology|Lifestyle Organizing Committee 

2021  Chair, SER session “So much more than GWAS: How genetics can 

strengthen causal inference” 

2011 Co-chair, North American Congress of Epidemiology symposium: 

“What role does the epidemiologist play in genetic epidemiology?" 

  

MEMBERSHIPS AND FELLOWSHIPS 

2019-  Member, Society for Epidemiologic Research 

2015-  Fellow of the American Heart Association (FAHA) 

2003-  Member, American Heart Association  

 

INVITED SPEAKER 
2023 Human Health Exposure Analysis Resource (HHEAR) Exposomics Webinar 

2022 Columbia University: The Exposome Boot Camp: Measuring Exposures on 

an Omic Scale 

2022 NIH/NHLBI: Epidemiology Pan-T32 Conference Series 

2022 University of Southern California Center for Genetic Epidemiology: Seminar 

Series 

2021 University of North Carolina Center for Pharmacoepidemiology: Methods 

Symposium 

2019 University of Alabama: CCVC 8th Annual Symposium New Horizons in 

CVD: A focus on Precision and Personalized Medicine 

2019 NIH/NHLBI: K to R01 Investigators meeting 

2019 Society for Epidemiology Research (SER) 

2015  North Carolina State University: PopMED Forum  

2012 University of North Carolina: Cardiovascular Grand Rounds 

 

DIVERSITY, EQUITY, AND INCLUSION 

 2006-  Research awards that prioritized inclusion of diverse populations  

 2018  Mentored undergraduate diversity supplement to R01HL142825 

 2014, 19 Ad hoc reviewer: NHLBI MOSAIC and K01 awards to promote diversity  

 2019  Redesigned EPID 716 to integrate content measuring race and racism 

 2019  Organized Departmental and CVD program area anti-racism trainings  

  


